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TCL e (LS= $RIgE)  SPERL
TC1-B20 DNA sequencing FLEH- PEPR 2 e~ B o [ 1o Out-service
TC1-B100 High-throughput sequencing Ripp B AR SOL.iD 5500xl, Illumina MiSeq LS-304 AT R
TC1-B101 Bioanalyzer = SRR Agilent 2100 bioanalyzer LS-304 [ D
TC1-B102  Ultrasonic homogenizer SRS Covaris S2 LS-304 TR
TC1-B103  \Vertical electrophoresis tank [ U (FG) Invitrogen X Cell LS-304 AR
TC1-C00 microarray preparation Pk T MRS AT Out-service
TC1-C10 mRNA purification MRNA 77 {= Ambion MicroPoly(A) Purist LS-304 [ D
TC1-D00 microarray analysis B N T MRS TSP o Out-service
TC1-E10B  Real-time PCR PRI ¢El PCR BIO-RAD MyiQ LS-304 T A
TC1-E1I0C  Real-time PCR PPN L PCR BIO-RAD CFX96 LS-304 TR
TC1-E10D Real-time PCR ﬁr@iﬂﬂﬁﬁ &l PCR BIO-RAD CFX384 LS-304 ﬁ,‘@”iﬁﬂ
TC1-E20 NanoDrop EeAPAB IS ND-1000 LS-304 (S
TC1-E30 PCR R OFEdofiar s Biometra T1 LS-304 [ D
TC1-E40 Primer design 9~ 5 LS-304 [ SED
IC2 & Preyd &

TC2-A10 LaserGene 53] 75 ﬁﬁf{ffg DNASTAR LS-1227 #J;PT]E'EJ
TC2-A31 geWorkbench EPudd PR open source A e

TC2-A40 EDGE S Pd S o A open source A gwf?

TC2-A50 GeneNetwork EPudd PR open source A £ R

TC2-A60 TargetScan miRNA E‘Hé‘[fg‘l open source rﬁﬁ‘“‘ ﬂ

TC2-B50 MetaCore P R ST ] GeneGo B AL P W
TC2-B51 Cytoscape &I (RGP A TR

TC2-B52 David 2 (BRI PTR AR

TC2-N0O NGS data analysis ] B R R A Bioinformaticians LS-303 NGS
TC2-N10 CLC Genome workbench Y PR PR CLC Bio LS-303 NGS
TC3 ST 1T IR,
TC3-A20 Protein purification S VERE [ LS-304 HESC
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TC3-A21 Native MW determination FUESS + B LS-304 HEHK
TC3-A30 Electrophoresis Srf VTV T LS-304 HEH
TC3-A60 Protein assay (Pierce 660) S TR R Thermo LS-304 HEK
TC3-B10 Mascot (2.3) Arf BT Matrix Science LS-905 HER
TC3-B11 Andromeda Arf VRS P MaxQuant A e HIEEK
TC3-B12 PEAKS Arf VST P Bioinformatics Solutions Inc. A E e HEK
TC3-B20 Discovery Studio 3D Analysis Srf 1ET 3D AT Accelrys (2 licenses) AC2-510 bt
TC3-B30  PDQuest = RERE ) AT Bio-Rad LS-304 HIEK
TC3-C Protein-protein interaction Arf 1 T R HIFNFD

TC3-D10 Proteome isolation Aef 1ETHR ) EE LS-304 R
TC3-D20 2-DE analysis 2-DE si#r IPGphore + Ruby LS-304 HIES
TC3-D21 Gel staining B B LS-304 HIES
TC3-D30 Protein spot picking e R LS-304 HIES
TC3-D40  Enzyme digestion [k i LS-304 =G
TC3-D50 Immunostaining (2-DE) A LS-304 HES
TC3-D60 DIGE analysis DIGE Jiffr LS-304 HES
TC3-M10 Mass spectrometry ESI-MS/MS Out-service HIE
TC3-M20 Mass spectrometry MALDI-TOF Out-service HIETK
TC4 [ = F=ff]
TC4-A10 Peptide synthesis £175 HIGE peptide Out-service T 5H
TC4-B11 Antisera (mouse) | F TR EG T LS-304 5T
TC4-B21 Antisera (rabbit) ST R Out-service T 5H
TC4-B31 Antisera (chicken 1gY) FEIgY BB ! LS-304 5H
TC4-C10 Cell culture facilities Tl LS-304 T 5H
TC4-D50 Western blot i BB RIEGE LS-304 5
TC4-E11 Epitope prediction PR AT LS-304 T RH
TC4-E12  Abtitration BRSNS LS-304 M
TC4-E13 Antibody analysis i LS-304 T RH
TC4-M10 Monoclonal antibody HiFkHuE LS-304 5 H
TC4-M11 Monoclonal antibody production IR B % LS-304 5 H
TC4-M12 Cell freezing %E[ﬁﬁiﬁi‘{ﬁ@ LS-304 i @f%
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TC4-M13 Ab isotyping HiFkSi isotyping LS-304 T 5H
TC4-M100  Proteomic antibody bank S VR LS-304 5
TC5 2 PRy [+ Z[EE 409] Rkl
TC5-EM1B TEM ﬂ“iﬁ?c%‘ig'%ﬂ%ﬁﬂf Hitachi H-7650 LS-409 ﬁi}ﬁ?ﬁ‘
TC5-EM2  SEM b R FEI Inspect S LS-409 s
TC5-EM3 Glass knife maker ?ié:?:'[” 78S LKB 7800 LS-409 ﬁigﬁ%
TC5-EM4 Ultrathin section BRI Ultracut E LS-409 i
TC5-EM5 Ultrathin section GRS RMC-XT LS-409 s
TC5-EM6 Gold particle coating & BE T Eiko Engineering/Hitachi E101 LS-409 i
TC5-EM7 Critical point dryer il ol Bz % Hitachi HCP-2 LS-409 L
TC5-EM8 Immunogold staining YRl 12/18nm Golloidal Gold LS-409 e
TC5-EM9 Negative staining EIREC IR PTA/UA stain LS-409 MhnEE
TC5-LM1 Confocal microscopy H g & Brpk s Leica TCS SP2 LS-409 FEIES
TC5-LM2 Confocal microscopy L ijry £ Berpk g Leica TCS SP5 LS-409 I
TC5-LM3 Inverted fluorescent microscopy B VBT RS Leica DM IRB LS-409 FEIES
TC5-LM4 Fluorescent microscopy ot AR B R Nikon OPIPHOT-2 LS-409 )
TC5-LM5 Cryo-section TR B Leica CM 1900 Cryostat LS-409 FEIES
TC5-LM6 Fluorescent live-cell microscopy AT A R RY, i o A DeltaVision Core LS-409 I
TC5-LM7 Stereological image system ki Stereo Investigator & Neurolucida LS-409 FEIR
TC5-LM8  Confocal microscopy H g & Srpk s Zeiss LSM 780 LS-417 HIIF
TC5-LM9 Laser microdissection system TR R Leica LMD 7000 LS-409 FEIE
TC5-SW1 Image analysis software [y (o) P MetaMorph software LS-409 HIIF
TC5-XC5 In Cell Analyzer data analysis [ AL Ry g T AT In Cell Anakyzer workstation LS-409 FEIE
TC6 gl

TC6-A10  Scientific investigations Rl = R[BepFaehprd F LS-304 Exall
TC6-A40 Critical writing F.?‘PTTTP = 4 R[RFHE ~ B E 1 Out-service

TC6-A50 Manuscript editing i A= Out-service

TC6-A60 Publishing TRk Out-service

TC6-A70 Presentation Ay P A Out-service

TC6-B00 Research management fi[jfi*gu,', [ LS-304

TC6-C11 EndNote J = :FT?,_TE,' LS-304 BT
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TC6-C20 SigmaPlot, Prism EPR T LS-304 s
TC6-C41 DreamWeaver ‘\ﬁE ] [= LS-304

TC6-C50 Photoshop, Photolmpact B (! LS-304 FEIE
TC6-C51 PowerDirector m/%ﬁ HifEE LS-304 W
TC6-C60 PowerPoint TRy = LS-304 (S
TC6-C90 PC services EITHE EERBERH YT~ E LS-304 W&
TC6-C91 Distance meeting system m%@ﬁﬂ e Polycom VSX7000 LS-304 e
TCX-A Facility core A EXSEES %‘;szu\ BREN ] LS-1011 = 15
TCX-A01B  Lyophilizer 1INz Labconco 4.5L LS-1011 W
TCX-A03 Centrifuge, high-speed Pl EE - FS Sorvall RC5C LS-1011 B
TCX-A05 Ultracentrifugation R EE - E Beckman L8-60M LS-1011 W&
TCX-A08 ELISA reader ELISA A& Molecular Devices Spectra Max LS-1011 W
TCX-A10 Spectrophotometer II RN EF Beckman DU640B LS-1011 W
TCX-Al3a GC-FID AT Agilent GC 6890N LS-1011 e
TCX-Al4 Fluorescence photometer T AR Hitachi F-7000 LS-1011 W
TCX-A15 Refrigerated circulator [Nkl PERLER Thermo Electron NesLab RTE7 LS-1011 e
TCX-A16 Ice maker SIFES LS-1011 W
TCX-B Facility core B [i S VA e LS-945 B RS
TCX-B01 Image analyzer Y (g3 ARl Ak Typhoon 9400 LS-945 e
TCX-B02 Luminescent image analyzer FrR PN RGP Fuji LAS-3000 LS-945 W
TCX-B05 Fluorescent stereomicroscope Tk R Leica MZ16F LS-945 W
TCX-C Facility core C [ 57 T ARG~ BN ] AC2-517 FE
TCX-C13 Micro-ultracentrifugation el :ﬁlﬁ‘”ﬁ 1S Hitachi CS120 AC2-517 F
TCX-C15 Ultracentrifugation %ﬁlﬁwux Beckman L100K AC2-517 F
TCX-C25 Centrifuge, higi-speed EECB (Fiai) Beckman (Avanti J-25) AC2-517 F'C i
TCX-C26 Centrifuge, higi-speed S (i) Beckman (Avanti J-26) AC2-517 R
TCX-C33A  SpeedVac B‘IZJ&HS@%S (H FEE-Y) Savant SPD121P AC2-517 B 1]
TCX-C35 Lyophilizer FTNZ FTS AC2-517 B I
TCX-C37 Cell disrupter [ S Constant AC2-517 IR
TCX-C38 Sonicator E AR Misonix 3000 AC2-517 51N
TCX-C39 Tissue homogenizer A A VS Kurabo SH-100 AC2-517 kS
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TCX-C500  High content cell image system A A R (i P GE In Cell Analyzer 2000 AC2-517 e 58
TCX-C603  Polytron (homogenizer) THTES Kinematica PT-3000 AC2-517 ENES=:
TCX-C617  Spectro linker P EFEL B Spectronics XL-1000 AC2-517 IREF &
TCX-C63B  ELISA reader ELISA k7% Hf" =t Thermo Multiskan FC AC2-517 HE
TCX-C66 Atom absorption spectrometer 7o ko) PR GBC 932+ AC2-517 ESITEN
TCX-C67 Dynamic Light Scattering PR A BT B Photal DLS-7000 AC2-517 eSS
TCX-C68 Microplate reader f%’ﬂ%%% Beckman DTX-880 AC2-517 HE
TCX-C69 NanoDrop TR ST AL E ND-2000 AC2-517 s
TCX-C84  FPLC ﬁ, AUTRAF TR FPLC Pharmacia AC2-517 WE
TCX-C86  IEF (for 2-DE) SFrE & Frs (2-DE) IPGphor AC2-517 E
TCX-C86C  IEF (for 2-DE) = F%T‘L‘ﬁ & giﬁﬁ (2-DE) IPGphor3 AC2-517 [
TCX-C89A  Real-time PCR W&J #’J&Eﬂ PCR BIO-RAD MyiQ AC2-517 EIRs ilﬂ
TCX-C91B  Water system, pure (RO & Q) A K (RO &Q) Millipore AC2-517 e
TCX-C93 Ice maker SRS Hoshizaki AC2-508 4|0
TCX-C97 DNA image system DNA I UVP AC2-517 kS
TCX-C98 Luminescent image analyzer [“Z1T A Y% (Western) UVP (AutChemi) AC2-517 Eipies
TCX-D Facility core D [ &[22 B
TCX-D700  Biomolecular interaction analysis P ["Pf—'Jy’FPF’? GE Biacore T200 IBS-400 FrEH
TCX-D800  Metabolomics Core [ Eﬁ«j’r@‘ﬂ e IBS-106 =\
TCX-D830 GC/MS SO ?T’TWFH Agilent 5975/ 7890A GC IBS-106 =118 [Fl A
TCX-D850  UPLC/UHR-QTOF-MS [ 53«1?5 73 T’?’?"FFF[ £ Bruker Daltonics maXis IBS-106 ﬁ[F‘,
TCX-D880  Mass spectrum analysis T BRI T Bruker DataAnalysis IBS-106 = [F,
TCX-D881  Mass data profiling W ek i Bruker ProfileAnalysis IBS-106 o
TCX-D900  Structural Biology Core ’ﬁﬁ + PSR R AT IBS-102 R
TCX-D910  Protein dispense system Srf VETRER T R Art Robbins Phoenix IBS-104 0
TCX-D922  Protein crystallization Aef VR REE B 22 % C FEEgNME IBS-104 7 [
TCX-D924  Protein crystallization Arf TR R 4 7% C A IBS-104 0 I
TCX-D950  X-ray diffractometer X-9 355t 75 Mg Bruker AXS Microstar IBS-102 =, |’f§‘[
TCX-D990  Experimental consultation =4 E‘gﬁ;ﬂ! IBS-102 = fﬁ
TCX-E Facility core E GiEEIIES BT 3]
TCX-E100  Plant growth chamber MR <A L EfiFR st
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TCX-F Facility core F EEEC NES el
TCX-F20 Zebrafish core facility FR W) - LS-619 ELaltS
TCX more  Facility core TC [TechComm F5El 1 £9H]

TCX-LS04  Flow cytometry - analyzer iR U CEA T’?fé—é BD FACSCanto Il AC1-113 I P £
TCX-LS06  Ultracentrifugation B REE A Hitachi CP80WX LS-304 e
TCX-LS07  Microplate reader (AR 5% Molecular Devices F3 LS-304 BEEA
TCX-LS08  IRMS [l 2 l*@j’@‘rﬁﬂ Thermo DELTAS LS-304 P
TCX-LS09  Micro Ultracentrifugation (e B EE -5 Hitachi CS 100EX LS-304 e
TCX-LS10  Flow cytometry - sorter ﬁw A w5 f'i[ii BD FACSArria lll LS-304 I A
TCX-LS11  Centrifuge, high-speed SO (R Beckman J26XP LS-946 pAL ST
TCX-LS12  Luminescent image analyzer RN RY (T UVP AutoChemi LS-304 TR
TCX-LS13  Luminescent image analyzer ErR TN YT P ProteinSimple FluorChem M LS-304 W
TCX-LS14  Quartz crystal microbalance T B R R Ak Initium Affinix QN m LS-1121 S

TCX-X004  Mosaic Laser module Mosaic FrHELA Mosaic Digital lllumination LS-730 iﬁ@l‘l’ﬁl
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Chip design

TechComm B2

mRNA TC1-D10
purification
| TCI-C10 l rrrrrr T P
— Lo e diocaecc DNA synthesis tllgo :
. Affymetrix Gene chip Labeling Synthosis
TC1-A10 l TC1-B10 l TC1-C20 l Yo
| Hybridization Post-processing Hybridization ‘ ‘ <
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PRI, a— : p diffraction TC HERS A - Tt4£
' Data analysis | RT-PCR Data analysis DIGE analysis 103020 | 103420 | TC3-D900 TCAB21
ACIERL0 H61C30 To3Deo L Spot picking Electrophoresis Protein spot Rabbit
TC3-D30 l TC3-430 l TC3-A31 Tinfiunization TC4-B20
SRS @ .
o A = Protein Peptide o
Metabolomics Digestion sequencing synthesis TC4-B0O Chicken
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L ELISA Antiserum
D S i atics
PDQuest Bioinformatics TCAELD TCABM
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