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Position effects

Transposon-mediated transgenesisfig | _EHERVFRR] » P
element-mediated transgenesis’®2 A —{EE AHYELEE » APEEEP
elementftg [a] E1H A ZL RIS’ regulatory region. BT LA F{E A
By EHVEESR: 1. Insertion & S I EARTVIE 2. HMER
AgenomellJRH % - FEE 1 AR A AT AR position
effects: f5local chromosomal environmenti& i transgenefNZEIR
= e Hpattern X - 15305 Edlocal chromatin
configurationZ{nearby cis-acting regulatory element’5 & °

ifi#E position effectst’F J57E » LI Ainsulator

sequences, FLP recombinase-mediated transgene remobilization,
P element replacement > Z(;Z{F&HFHgene targeting.

iBfmreviewlV X EfeH T —ELLBAEREN L e
{Esite-specific transgenesis ° 75t & Gk 7 /A transgenefd
AE—{Edocking site > [fj75{Edocking sitev] A EPkiBHY » 52
Hposition effect - DL N FHRF RIS 4EEEINTTE -

FHIl » EEMGTEE N transgene > FLFR R AHYDNAR
EX#EFltransposon plasmidZ > {HtransposonZ2F KHYDNAR EX
WARZ » 1 HZEEE KRR E:DNA _EfEmanipulationt, A~ 77
R » HitbiERreview/E12 H A +#e sz Recombineering by BAC
transgenesis.



Part 1
Site-specific transgenesis for Drosophila
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IL. Cre- and FLP-mediated RMCE(recombinase-mediated cassette exchange)-|
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Part 11
Recombineering: BAC transgenesis for Drosophila
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